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Sic12a4 : U12=19; U2=9

TCGCTGGTGTGTATCCTTT ...t TTCCTTAACacagtcCAGACTTCA TGAGTGAG
100nt 58 nt
250nt

Tsta3 : U12=14; U2=16

GGAAGTCACTGTATCCTTT ... GGTCTTGACcaaggcatcCAGTTTGAT  [GTAAGTTCC
80nt 100nt
198 nt

Hip1r : U12=15; U2=14

CATGCCCGGCGTATCCTTG..........cccvenne GGCCTTGACCctctAAGGTATC GTGAGTAGT
64 nt 223t 158 nt

Vac14 : U12=12; U2=4

CGCAAGAAAAGTATCCTTC.....cceenene ATCCTTACAtcagtagaCAGGTATC GTGAGTACC
135nt 165nt
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’ Plcb3: U12=13;U2=15

TATCCTC... CTGACCGACaacccCAGATA... GCCCTCAACTTCCAGACCTTGG [GTGA

95 nt 220nt 126 nt

Plcb3 Alt: U12=13; U2=10

CCAAGAGTCCTATG GABTTTBTGGAACC T TG G6G6TGABCTCTCG6CCCTAAGCTTAG
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Intron Id Gene Name BP Sequence | HBonds U12 | H Bonds U2 | Retention fold change | Pval | Figure
26845 Derl2a UUCCUUAAC 19 9 1,29 ns 1
24328 Ppp2r2b UUCCUUGAC 19 9 1 na 1
24323 Ppp2r2c UUCCUUGAC 19 9 1 na 1
28907 Mapk11 UUCCUGGAC 17 7 1,85 * 1
30182 Mapk9 UUCCUCAAG 14 4 1,94 * 1
24751 2610034N24Rik/Ints4 | CCACUUAAC 12 9 1,94 * 1
29557 Ncbp2 UUCCUUAAC 19 9 1 na 2
31297 Gpaal GUCCUUGAC 17 12 1,08 ns 2
24310 Ppp2r2d UGCCUUAAC 17 11 1,46 *x 2
26419 Gbl AUCCUUAAC 17 9 2,07 falaied 2
29204 | C330027C09Rik/Cip2a | UAUCUUAAC 16 13 1,68 * 2
28929 Nup210 UACCUUAAU 16 10 2,42 fal 2
26577 Mapk1 GACCUUAAC 15 14 1 na 2
25128 Al854408 vezt GGCCUUAAC 15 14 1,38 ns 2
25193 Ddx54 UUCCUUAAC 19 9 1 na 3
26106 Slc12a4 UUCCUUAAC 19 9 1,3 ns 3
28406 Vps16 AUCCUUAAC 17 9 3,5 fal 3
31448 AU014645/Ncbpl UUCCUUCAC 17 7 2,21 fal 3
26159 Plch2 CUCCUAUAC 13 5 2,67 xx 3
24088 Pten UUCCUUAAC 19 9 1,22 ns 4
30287 Srpkl UUCCUUAAU 18 8 1 na 4
27284 Uspl4 UUCCUUAAU 18 8 1,33 fal 4
26255 Apdel GUUCUUAAC 16 14 1,3 ns 4
31136 Ncoa6ip ACCCUUAAC 15 9 2,13 4
26739 Vacl4 AUCCUUCAA 12 4 1,71 * 4
26953 Liglh GUUCUUGAC 16 14 1,28 ns 5
26818 Derl2b UCCCUUAAU 16 8 1,92 ol 5
27023 Gosrl GACCUUAAC 15 14 1 na 5
24183 Exoscl UCCCUUCAC 15 7 2,13 fal 5
31292 Tsta3 GGUCUUGAC 14 16 0,67 * 5
23814 5930412E23Rik/Ints7 | UGACUUAAC 14 11 9,63 5
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