b UNIVERSITE o
¥ MONTPELLIER

[ ]
I mm Institut de Génétique Moléculaire de Montpellier
IGMM / CNRS - Université de Montpellier Bl D I Lﬂ.n
k‘:\"J.'-'---: g ot Moty

e = 1919 Route de Mende, 34293 Montpellier Cedex 05 Bhcent

2027 Internship Offer

Master 1: YES— Duration: 6 months Master 2: YES— Duration: 6 months
Team, Contact Lucas Alonso, lucas.alonso@igmm.cnrs.fr
Florence Rage, florence.rage@igmm.cnrs.fr
Title Decoding Neuronal Network Dysfunction and Extracellular Vesicle

Signatures in Primary Lateral Sclerosis

Research Themes | This research project aims to model corticospinal junctions using

and questions induced pluripotent stem cell (iPSC) lines derived from patients with
Primary Lateral Sclerosis (PLS). The objective is to identify and
characterize functional impairments through electrophysiological
recordings, investigate molecular alterations via axonal
transcriptomics, and profile extracellular vesicle (EV) communication.
Ultimately, the project seeks to uncover potential therapeutic targets
and improve our understanding of disease mechanisms.

Methods and - cell culture of hIPSC and derived neuronal differentiation on
experimental microfluidic devices
approaches - MEA recording

- Molecular biology: QPCR, RNA extraction...

- EV Purification

- Immunofluorescence
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